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Key Takeaways

e Using real-world data from people with HIV-1 (PWH), a systematic literature review and a meta-analysis were performed to investigate the impact of historical or archived M184V/I on the effectiveness of
dolutegravir + lamivudine (DTG + 3TC) in real-world switch populations; a sensitivity analysis was performed using data from randomized controlled trials (RCTs) identified via a targeted literature review

e Virologic failure (VF) incidence was low, and no treatment-emergent INSTI resistance mutations were reported in populations with M184V/I that switched to DTG + 3TC, providing reassurance that
M184V/l may have a limited impact on the efficacy of DTG + 3TC in PWH considering treatment change when drug resistance-associated mutations (RAMs) are unknown or inadvertently missed

Introduction Figure 1. PRISMA Flow Charts for (A) RWE Studies and (B) RCTs
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* Random-effects models are associated with greater uncertainty vs common-effects models but can be used Conclusions

to estimate results for the wider population of interest based on the sample of studies used in the analysis

* Common-effects (or fixed-effects) models assume that the included studies are the population of interest
and can be more appropriate and informative when zero VF events are observed
* RWE common-effects models estimated the proportions (95% CI) of individuals with VF were 0.01 (0.00-0.03) at
Week 24, 0.03 (0.01-0.06) at Week 48, and 0.04 (0.02-0.08) at Week 96; random-effects estimates are in Figure 2A _ _ _ _ _
« RCT common-effects models estimated the proportions (95% CI) of individuals with VF were 0.01 (0.00-0.05) at * Genotypic data at the time of VF were unavailable and the occurrence of resistance mutations to 3TC or DTG at

Week 48 and 0.00 (0.00-0.03) at Week 96; random-effects estimates for these time points are in Figure 2B faylure could not b.e desc.nbed . . _ o .
- Common-effects models better represented Week 24 data consisting of zero observed events (Figure 2B); random-effects * This meta-analysis provides reassuring data on outcomes with DTG + 3TC in PWH with incomplete history

models estimated Week 24 proportions (95% CI) were 0.00 (0.00-0.00) or in cases where M184V/l was inadvertently missed

* Overall, pre-switch M184V/I prevalence was low in PWH in RWE studies

* Real-world studies of PWH with historical or archived M184V/I receiving DTG + 3TC identified low incidence
of VF through 96 weeks and no reported cases of INSTI treatment-emergent mutations; these findings were
consistent with results from RCTs
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